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Correction to: Scientific Reports https://doi.org/10.1038/s41598-019-47551-4, published online 02 August 2019

In the original version of this Article, Christiane Bouchier and Laurence Ma were incorrectly affiliated with
‘Biology des Infections, Institut Pasteur, Paris, France. The correct affiliation is listed below.

Genomic Platform, Biomics, Institut Pasteur, Paris, France.

This error has now been corrected in the PDF and HTML versions of the Article.
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